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Claim amendments 

1. (Currently Amended) A method of identifying a nucleic acid That encodes human te]omerase 
feverse transcriptase (hTfyn or fragment thereof in a sample, comprising: 

a) combining the sample with a polynucleotide probe such that the probe hybridizes 
specifically to the nucleic acid if the nucleic acid encodes human tolomoraco ro v orso 
transcriptase (hTRT) hTftT or fragment thereof; 

b) detecting any hybrid formed as a result of a); and 

c) identifying the nucleic acid as encoding hTRT or fragment thereof if the hybrid is 
detected; 

wherein the probe hybridizes specifically to a DNA having the sequence of the hTRT 
encoding region of SEQ. ID NO:224 at 5°C to 25°C below T* in aqueous solution at 1 M NaCI; 

wherein T m is the melting temperature of double-stranded DNA having the sequence of said 
encoding region under the same reaction conditions. 

2. (Currently Amended) A method of detecting a nucleic acid that encodes hTRT or fragment 
thereof in a sample, comprising: 

a) combining the sample with a polynucleotide probe such that the probe hybridizes 
specifically to a nucleic acid comprising at least 100 consecutive nucleotides contained in SEQ ID 
NO;224 if present in the sample; an4 

b) detecting any hybrid formed as a result of a); and 

c\ identifying the nucleic acid as encoding hTRT or fragment thereof if the hybrid is 
detected; 

wherein the polynucleotide probe consists essentially of a sequence identical or 
complementary to 25 or more consecutive nucleotides from the hTRT encoding region of SEQ ID 
NO:224. 

3. (Original) The method of claim 2, wherein the hTRT nucleic acid is human genomic DNA. 

4. (Previously presented) The method of claim 2, wherein the hTRT nucleic acid is mRNA or cDNA. 

5. (Currently Amended) The method of claim 2, wherein the hTRT nucleic acid compri ses consists 
essentially of 250 or more nucleotides of SEQ ID NO:224. 

6. (Currently Amended) The method of claim 2, wherein the hTRT nucleic acid soffiprieee connate 
essentially of 500 or more nucleotides of SEQ ID NO:224. 
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7. (Currently Amended) The method of claim 2, wherein the probe compriooo insists essentially of 
a sequence identical or complementary to 30 or more consecutive nucleotides from the hTRT 
encoding region of SEQ ID N0:224. 

8. (Currently Amended) "me method of claim 2, wherein the probe oompriooo consists essentially of 
a sequence identical or complementary to 50 or more consecutive nucleotides from the hTRT 
encoding region of SEQ ID NO:224. 

9. (Currently Amended) The method of claim 2, wherein the probe comprise s c onsists essentially of 
a sequence identical or complementary to 100 or more consecutive nucleotides from the hTRT 
encoding region of SEQ ID NO:224, 

10. (Original) The method of claim 2, wherein the probe comprises a sequence not contained in 
SEQ. ID NO:62. 

11. (Original) The method of claim 9, wherein the probe comprises a sequence not contained in 
SEQ. ID NO:62. 

12. (Original) The method of claim 2, wherein the sample is a human biological sample. 

13. (Currently Amended) A method of identifying a nucleic acid that encodes hTRT or fragment 
thereof in a sample, comprising: 

a) combining the sample with a polynucleotide primer under conditions that the primer 
specifically primes amplification of th o nucl oi caoid if tho nucioic acid onoodoo hu m an tolom e ra se 
rov o rc o tr ancoriptaco (hTRT) SEQ. ID NO:224 or fragment thereof if present in the sample; 

b) detecting any amplification product formed as a result of a); and 

c) identifying the nucleic acid as encoding hTRT or fragment thereof if the amplification 
product is detected; 

wherein the primer hybridizes specifically to a DNA having the sequence of the hTRT 
encoding region of SEQ. ID NO:224 at 5°C to 25°C below T m in aqueous solution at 1 M MaCI; 

wherein T* is the melting temperature of double-stranded DNA having the sequence of said 
encoding region under the same reaction conditions. 
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14. (Currently Amended) A method of detecting a nucleic acid encoding hTRT or fragment thereof in 
a sample, comprising: 

a) combining the sample with polynucleotide primers so as to prime amplification o1 nucleic 
acid enooding hTRT or fragment thereof if present in the sample; aod 

b) detecting any amplified product formed as a result of a); and 

c) identifying the nucleic acid as e ncoding hTRT or fragment thereof if the amplification 
prnriuct is detected; 

wherein toe each of said primers consists essentially of a sequence identical or 
complementary to 15 or more consecutive nucleotides from the hTRT encoding region of SEQ ID 
NO;224. 

15. (Previously presented) The method of claim 14, wherein each of said primers consists essentially 
of a sequence identical or complementary to 30 or more consecutive nucleotides from the hTRT 
encoding region of SEQ ID NO:224. 

1 6. (Previously presented) The method of claim 1 4, wherein each of said primers consists essentially 
of a sequence identical or complementary to 60 or more consecutive nucleotides from the hTRT 
encoding region of SEQ ID NO:224. 

17. (Original) The method of claim 14, wherein the sample is a human biological sample. 

1 8. (Original) The method of claim 14. wherein the sample comprises human genomic DNA. 

19. (Previously presented) The method of claim 14, wherein the sample comprises hTRT mRNA or 
CDNA. 

20. CANCELLED. 

21. (Original) The method of claim 14. wherein the primers comprise a sequence not contained in 
SEQ. ID NO:62. 

22. CANCELLED 

23- (Withdrawn) A combination of oligonucleotide primers for PCR amplification for use in detecting 
an hTRT nucleic acid according to claim 14, wherein each primer consists essentially of a 
sequence identical or complementary to 15 or more consecutive nucleotides from the hTRT 
encoding region of SEQ ID NO:224, 
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24. (Withdrawn) The combination of primers of claim 23, wherein each primer consists of 15-30 
nucleotides. 

25. (Withdrawn) The combination of primers of claim 23, wherein each primer consists of 20-25 
nucleotides, 

26. (Withdrawn) The combination of primers of claim 23, wherein 50% or more of the nucleotides of 
each primer are guanine and/or cytosine. 

27 to 34. CANCELLED 

35. (Previously presented) The method of claim 1 > wherein a) comprises combining the sample with 
the probe at 5 A C to 25°C below T™ in aqueous solution at 1 M NaCI. 

36. (Previously presented) The method of claim 1 , wherein the hTRT nucleic acid is hTRT mRNA or 
cDNA. 

37. (Previously presented) The method of claim 1, wherein the probe comprises a sequence 
identical or complementary to 100 or more consecutive nucleotides from the hTRT encoding 
region of SEQ ID NO:224. 

38. (Currently Amended) The method of claim 1 , wherein the ftfob c ^ cofnpricoD a coquonco nucleic 
acid sequence of the probe is not contained in SEQ. ID NO:62. 

39. (Currently Amended) The method of claim 1 , wherein the sample has been taken from a patient 

, and tho mothod furthor oompiie ee d e termining or - aosooaing a tumor in th e pationt according to 
whothor a nuo l o i c acid oncoding hTRT or an hTRT fragmont is detect e d 
having a tumor . 

40. (Currently Amended) The method of claim 2, wherein the sample has been taken from a patient 

, and th o mothod further compri ses-d eto w w i H i flg -' Or aseoeclng a tumor i n tho pationt acc ef ofag to 
whothor a nuc l oio ac i d e ncoding hTRT or an hTRT fragment is d e t e ct e d 
having a tumor . 

41 . (Previously presented) The method of claim 1 3, wherein a) comprises combining the sample with 
the primer at 5°C to 25°C below T m in aqueous solution at 1 M NaCI. 
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42. (Previously presented) The method of claim 13, wherein the hTRT nucleic acid is mRNA or 
cDNA. 

43. (Previously presented) The method of claim 13, wherein the primer comprises a sequence 
identical or complementary to 30 or more consecutive nucleotides from the hTRT encoding region 
of SEQ ID NO:224. 

44. (Previously presented) The method of claim 13, wherein the primer comprises a sequence not 
contained in SEQ. ID NO:62. 

45. (Currently Amended) The method of claim 13, wherein the sample has been taken from a patient 
. , and tho mothod compri coG d otorm i ning or a s s es s i ng - ^>4umor i n tho pat jeR t ^ae cording to 
whoth e r a nuG l oic ac i d e ncoding hTRT or an hTRT f ragmont i odotoGtod 

having a tumor. 

46. (Currently Amended) The method of claim 14, wherein the sample has been taken from a patient 

and tho mothod gprnprisoft fH ? rm in ' n Q- nr ^ r seeefng a tupw in thn pnt l nnt ■aCGefdfag to 
whothor caid amplification product i s form e d 
having a tumor . 
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